CONTENTS OF VOLUME 50 
PART 1 (March 1994) 


Nonidentified responses in a proportional hazards setting D. R. Hoover and Y. He 
Weighted least squares analysis of repeated categorical measurements with outcomes subject to 
nonresponse S. R. Lipsitz, N. M. Laird, and D. P. Harrington 
Analysis of factorial survival experiments 
Slope estimation in the presence of informative right censoring: Modeling the number of observations 
as a geometric random variable M. Mori, R. F. Woolson, and G. G. Woodworth 
A Markov model for sequences of ordinal data from a relapsing-remitting disease 
Hazard rate estimation under random censoring with varying kernels and bandwidths 
H.-G. Miiller and J.-L. Wang 
A two-sample test for stochastic ordering with interval-censored data 
G. R. Petroni and R. A. Wolfe 
Estimating population size via sample coverage for closed capture—-recapture models 
S.-M. Lee and A. Chao 
Mark-recapture estimation of a salmon smolt population C. J. Schwarz and J. B. Dempson 
Probability of gene identity by descent: Computation and applications 
A. S. Whittemore and J. Halpern 
A class of tests for linkage using affected pedigree members A. S. Whittemore and J. Halpern 
Parametric estimation in a genetic mixture model with application to nuclear family data 
M. M. Shoukri and G. J. McLachlan 
Small-sample study of an efficient estimator of the odds ratio under multiple matching P. Sasieni 
Stratification in nonparametric ROC studies S. Sukhatme and C. A. Beam 
Two random effects models for multivariate binary data B. W. McDonald 
Outlier reduction by an option-3 measurement scheme Y. Y. Namgung and M. C. K. Yang 
Intraclass correlation for two-by-two tables under three sampling designs 
Models for three-dimensional contingency tables with completely and partially cross-classified data 
G. D. Williamson and M. Haber 
Shorter Communications 
Estimation of the infection time and latency distribution of AIDS with doubly censored data 
G. Gomez and S. W. Lagakos 
Association between survival time and ordinal covariates 
C. T. Le, P. M. Grambsch, and T. A. Louis 
Model-based time extrapolation for quantal response studies A. J. Bailer and R. J. Smith 
Model selection for multivariate regression in small samples E. J. Bedrick and C.-L. Tsai 
The performance of the O’Brien-Fleming multiple testing procedure in the presence of intraclass 
correlation : K.-J. Lui 
Bayesian small-sample estimation of misclassified multinomial data M. A. G. Viana 
The Consultant’s Forum 
A Bayesian analysis of institutional effects in a multicenter cancer clinical trial 
Bayesian estimation for the three-parameter Weibull distribution with tree diameter data 
E. J. Green, F. A. Roesch, Jr., A. F. M. Smith, and W. E. Strawderman 
Performance of generalized estimating equations in practical situations 
S. R. Lipsitz, G. M. Fitzmaurice, E. J. Orav, and N. M. Laird 
Statistical analysis of aberrant crypt assays for colon cancer promotion studies 
A comparison of confidence interval methods for dilution series experiments M. S. Ridout 
Reader Reaction: The effect of retaining probability variation on sample size calculations for normal 
variates ae K.-J. Lui 


PART 2 (June 1994) 


Monitoring pairwise comparisons in multi-armed clinical trials 
D. A. Follmann, M. A. Proschan, and N. L. Geller 


(xi) 


1 
11 
25 
39 
51 
61 
77 
88 
98 
109 
118 
128 
140 
149 
164 
173 
183 
' 194 
213 
4 220 
226 
| 232 
237 
254 
270 
279 
289 
297 
| 


xii Biometrics, 1994 


Practical Bayesian guidelines for Phase IIB clinical trials P. F. Thall and R. Simon 
Flexible maximum likelihood methods for assessing joint effects in case—control studies with complex 
sampling S. Wacholder and C. R. Weinberg 
Models relating the timing of intercourse to the probability of conception and the sex of the baby 
C. R. Weinberg, B. C. Gladen, and A. J. Wilcox 
Coherence in observational studies P. R. Rosenbaum 
The estimation of age-specific breeding probabilities from recaptures or resightings in vertebrate 
populations: II. Longitudinal models 
J. Clobert, J.-D. Lebreton, D. Allainé, and J. M. Gaillard 
Bias reduction for multiple-recapture estimators of closed population size 
M. A. Evans and D. G. Bonett 
A general theory for modeling capture-recapture data from a closed population 
M. A. Evans, D. G. Bonett, and L. L. McDonald 
Robust estimates of wildlife location using telemetry data R. Anderson-Sprecher 
Monte Carlo estimation of mixed models for large complex pedigrees 
S. W. Guo and E. A. Thompson 
Maximum likelihood estimation of the proportion of congenital malformations using double registration 
systems R. T. Lie, I. Heuch, and L. M. Irgens 
Analysis of longitudinal data with unequally spaced observations and time-dependent correlated errors 
V. Nufiez-Antén and G. G. Woodworth 
Bias in misspecified mixtures 
Tree-structured proportional hazards regression modeling 
M-estimation in cross-over trials 
Shorter Communications 
Simple capture-recapture models permitting unequal catchability and variable sampling effort 


An improved removal method for estimating animal abundance 
Time series models based on generalized linear models: Some further results 
Detecting a major gene in an F2 population 
P. Loisel, B. Goffinet, H. Monod, and G. Montes De Oca 
The intraclass correlation coefficient: Distribution-free definition and test 
D. Commenges and H. Jacqmin 
On the Shapiro-Wilk test and Darling’s test for exponentiality 
J. A. J. Metz, P. Haccou, and E. Meelis 
Testing spatial randomness by means of angles R. Assungao 
The Consultant’s Forum 
Nonparametric comparison of two histograms 
Type I error robustness of ANOVA and ANOVA on ranks when the number of treatments is large 
C. Brownie and D. D. Boos 
Statistical implications of the choice between a dichotomous or continuous trait in studies of 
interobserver agreement A. Donner and M. Eliasziw 
Detecting change in the composition of a multispecies community 
Population pharmacokinetic/pharmacodynamic methodology and applications: A bibliography 
L. Yuh, S. Beal, M. Davidian, F. Harrison, A. Hester, K. Kowalski, E. Vonesh, and R. Wolfinger 
Reader Reaction: Empirical fitting of discrete distributions J. B. Douglas 
Response B. Leroux and M. L. Puterman 
Correspondence 
Book Reviews 
Papers to be published 
The Biometric Society 


PART 3 (September 1994) 


Analysing incomplete longitudinal binary responses: A likelihood-based approach 
G. M. Fitzmaurice, N. M. Laird, and S. R. Lipsitz 
Test of homogeneity of binary data with explanatory variables 
D. Commenges, L. Letenneur, H. Jacqmin, T. Moreau, and J.-F. Dartigues 
Parametric approaches to quality-adjusted survival analysis 
B. F. Cole, R. D. Gelber, and K. M. Anderson 
Regression analysis of multivariate grouped survival data S. W. Guo and D. Y. Lin 
Spline-based tests in survival analysis 
A test of the Markovian model of DNA evolution 
Robust estimation of gene frequency and association parameters 
Estimation of incidence of HIV infection using cross-sectional marker surveys 


G. A. Satten and I. M. Longini, Jr. 


337 

350 
358 

368 

375 

388 

396 

406 

417 

433 

445 

457 

471 

486 

A. Agresti 494 

501 

506 

$12 

: 517 

527 

531 

538 

542 

550 

556 

566 

576 

578 

580 

584 

595 

597 

601 

613 

621 

632 

640 

653 

665 

675 


Contents 


Semiparametric models for longitudinal data with application to CD4 cell numbers in HIV 
seroconverters S. L. Zeger and P. J. Diggle 
A sample-size-optimal Bayesian procedure for sequential pharmaceutical trials 
N. Cressie and J. Biele 
Detectability in conventional and adaptive sampling S. K. Thompson and G. A. F. Seber 
Assessing the effect of intra-haul correlation and variable density on estimates of population 
characteristics from marine surveys M. Pennington and J. H. Vglstad 
Density estimation using the trapping web design: A geometric approach 
W. A. Link and R. J. Barker 
The ordered-heterogeneity family of tests W. R. Rice and S. D. Gaines 
Statistical inference in stability analysis .................cccccceseceeeseeeeeeeeeeeeeseeeeees J. Shao and S.-C. Chow 
Analysis of agricultural field trials in the presence of outliers and fertility jumps 
R. H. Taplin and A. E. Raftery 
Statistical analysis of ligand-binding experiments . ua T. L. Lai and L. Zhang 
Identification of aperiodic seasonality in non-Gaussian time : series 


D. P. Normolle and M. B. Brown 
Combined maximum likelihood estimates for the equicorrelation coefficient M. A. G. Viana 
Shorter Communications 
Regression analysis of grouped survival data with incomplete covariates: Nonignorable missing-data 
and censoring mechanisms 
Interim analysis for randomized clinical trials: Simulating the predictive distribution of the log-rank 
test statistic M. N. Chang and J. J. Shuster 
Simple designs and model-free tests for synergy E. M. Laska, M. Meisner, and C. Siegel 
Jackknife estimators of variance for parameter estimates from estimating equations with applications 
to clustered survival data S. R. Lipsitz, K. B. G. Dear, and L. Zhao 
An extension of Yule’s Q to multivariate binary data S. R. Lipsitz and G. Fitzmaurice 
On tests against one-sided hypotheses in some generalized linear models M. J. Silvapulle 
Mantel-Haenszel-type tests for testing equivalence or more than equivalence in comparative clinical 
T. Yanagawa, T. Tango, and Y. Hiejima 


The Consultant’s Forum 
Measurement errors in caries diagnosis: Some further latent class models 
On the use of the quasi-likelihood method in teratological experiments 
K.-Y. Liang and J. Hanfelt 
Reader Reaction: The importance of exploratory data analysis before the use of sophisticated 


procedures J. N. R. Jeffers 
Correspondence 


Book Reviews 


PART 4 (December 1994) 


Presidential Invited Address: The world of biometry 
A general cohort analysis method 
A random-effects ordinal regression model for multilevel analysis D. Hedeker and R. D. Gibbons 
An application of maximum likelihood and generalized estimating equations to the aialysis of ordinal 
data from a longitudinal study with cases missing at random 

M. G. Kenward, E. Lesaffre, and G. Molenberghs 
A parametric model for cluster correlated categorical data S. G. Meester and J. MacKay 
Exact analysis for paired binary data 
Multivariate survival analysis using piecewise gamma frailty 


M. C. Paik, W.-Y. Tsai, and R. Ottman 
Iterative generalized least squares for meta-analysis of survival data at multiple times 
K. B. G. Dear 
Modelling progression of CD-4 lymphocyte count and its relationship to survival time 
V. De Gruttola and X. M. Tu 
A nonparametric analysis of the transmission rate of human immunodeficiency virus from mother to 
infant ....W.-Y. Tsai, J. J. Goedert, J. Orazem, S. H. Landesman, A. Rubinstein, 
A. Willoughby, and M. H. Gail 
Evaluation of experiments with adaptive interim analyses P. Bauer and K. Kohne 
Exact permutational tests for group sequential clinical trials 
C. R. Mehta, N. Patel, P. Senchaudhuri, and A. Tsiatis 
The use of logistic models for the analysis of codon frequencies of DNA sequences in terms of 
explanatory variables K. K. Amfoh, R. F. Shaw, and G. E. Bonney 
Robust variance estimation for the case-cohort design W. E. Barlow 


xiii 
689 
700 
712 
725 
733 
746 
753 
764 
782 
798 
813 
821 
827 
834 
842 
847 
853 
859 
865 
872 
884 
899 
917 
933 
945 
i 954 
964 
§ 
975 
989 
i 1003 
1015 
1029 
1042 
1054 
1064 


xiv Biometrics, 1994 


Segregation analysis of case-control data using generalized estimating equations 
A. S. Whittemore and G. Gong 
Operating characteristics of a rank correlation test for publication bias 
C. B. Begg and M. Mazumdar 
Causal nonresponse models for repeated categorical measurements M. R. Conaway 
Influence diagnostics for generalized linear measurement error models 
Y. Zhao, A. H. Lee, and Y. V. Hui 
Pooled population parameter estimates from mark-recapture data 
J. W. Hargrove and C. H. Borland 
Shorter Communications 
On inconsistency of Breslow’s estimator as an estimator of the hazard rate in the Cox model 
D. Burr 
Guidelines for monitoring efficacy and toxicity responses in clinical trials 
R. J. Cook and V. T. Farewell 
On a truncation-flexible repeated significance test 
On the likelihood ratio test statistic for the number of components in a normal mixture with unequal 
variances Z. D. Feng and C. E. McCulloch 
A note on the bias of estimators with missing data A. Rotnitzky and D. Wypij 
Variance components testing in the longitudinal mixed effects model 
D. O. Stram and J. W. Lee 
The Consultant’s Forum 
Heterogeneity models of disease susceptibility, with application to diabetic nephropathy 
P. Hougaard, P. Myglegaard, and K. Borch-Johnsen 
Testing for segregation distortion in the HLA complex 
K. Jin, T. P. Speed, W. Klitz, and G. Thomson 
Statistical analysis of food webs P. A. Murtaugh 
Regression analysis of censored and truncated data: Estimating reporting-delay distributions and 
AIDS incidence from surveillance data 
M. Pagano, X. M. Tu, V. De Gruttola, and S. MaWhinney 
A cautionary note on applying scores in stratified data M. J. Podgor and J. L. Gastwirth 
Correspondence 
Book Reviews 
Papers to be published 
Acknowledgements “BE 
The International Biometric Society 


1073 
1088 
1102 
1117 
1129 
1142 
1146 
1153 
1158 
1163 
1171 
1178 
1189 
1199 
1203 
1215 
1219 
1224 
1238 
1239 
1241 


